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TIPS - Transcription Initiations Per Second 
  the number of times the RNA Polymerase binds to the regulatory region and begins transcription of the protein

Definition
Value (TIPS)

Sout=0
Output Maximum Zero
20

Sout=1
Output Minimum One
80

Sin=0
Input Min Zero Threshold
40

Sin=1
Input Max One Threshold
60

Implied TIPS (ITIPS)



BioBricks Design Elements

Ribosome Binding Site
BBa RBS-1

attaaagaggagaaaggtacc

Protein Degradation Tail



the transfer curve

low output measurement

high output measurement



threshold measurement

slope measurement



BioBrick Standard Assembly



Step 1 - Designing the Contents

Step 2 - Adding the Prefix and Suffix

PREFIX Primer

cctttctagag

11 bp

SUFFIX Primer

tactagtagcggccgctgcagcctt

25 bp

Step 3 - The BioBrick Base Vector

or direct synthesis

Complete PREFIX

gaattcgcggccgcttctagag

22 bp

Complete SUFFIX

tactagtagcggccgctgcag

21 bp

BioBrick
 EnzymesVerison 0.



Ribosome Binding Sites
Part Number
Binding
 Efficiency
Sequence

BBa

1.0
ggg aaa agg agg tgt-tactag-atg

BBa
0.84
ggg aaa agg tgg tgt-tactag-atg

BBa
0.73
ggg aaa agg aag tgt-tactag-atg



Verison 1.Antibiotic Assembly
. The total time required for a single stage of standard assembly is likely to be about 4 days.
We estimate that a single stage of assembly based on selection could be performed in one day.

 Spectinomycin,  Kanamyacin, and Chloramphenicol



Part Index





better  autocorrelation than the repressilator



Synchronization of a repressilator



decreasing the period using an anti-sense RNA interference



XOR gate using antisense inhibition strategies



create polka dot patterns in colonies of bacteria cells















 Team Fighting Darwins - The Unnatural Selector
Cell-to-Cell Signaling and Pseudomonas aeruginosa Infections 






