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o X ,Y régulent Z

EY-_r-]J | o +Inducteurs
" o (Activation+ ou Inhibition-)=2/3=8

o Module isolable

o (In)Coherent: +=++, -=-+ ...
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Coherent type 1 Coherent type 2 Coherent type 3 Coherent type 4

Species Structure Abundance Structure Abundance Structure Abundance Structure Abundance
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E. coli X 28 2 4

5. cerevisiae

Incoherent type 1 Incoherent type 2 Incoherent type 3 — ot

Species Structure Abundance Structure Abundance Structure Abundance Structure Abundance

E. coli 5 0 X 1 1
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5. cerewisiae
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Coherent Type 1 AND Coherent Type 4 AND Incuhemﬂ Type 1 AND hcnhararit Type 4 AND

Time [Life Timel Time [Life Timel Time [Life Time] Time [Life Time]
Incoherent Type 1 AND Incoherent Type 4 AND g Coherent Type 1 AND  Coherent Type 1 OR

Time [Life Time]



PSEI dY/dt = B, + Blf(X KW)-; oY,

s

fu, K) = 1)(1 + (u/K)1)

= f(X%, K )/(Y™, Ky)

fo(X*; Ky, Kyyy Y) + fe(Y*: Ky, Ky, X*
(u/K)H/(1 + (u/K)H + (v/K,)H)
1/ + (u/Ky)™ + (v/K)™)
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Ou sont les FFL )

o FFL E.coli: Arabinbse; F ructose, Mc_zl;amse,
Azote, drugs.

o FFL S.cerevisiae: Méme module, (méme
fonction), mais protéines différentes.

o C.elegans, Oursin, développement, neurones,

Homme...
PIP?

o PPI net: \/
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